A new coral-associated species of the genus Hamodactylus is described from Lembeh Strait, NE Sulawesi, Indonesia. The three other known species in the genus have been recorded in association with octocorals. The single ovigerous female specimen of the new species was collected from a scleractinian host. It can be easily separated from its congeners by the very long eyestalks and the chela of the second pereiopods having blunt tips of the fingers with tufts of long simple setae giving it an atyid-like appearance.
Introduction
The pontoniine genus Hamodactylus Holthuis, 1952 , at present contains three named species (De Grave & Fransen 2011) , all known from the Indo-West Pacific and associated with Octocorallia: H. aqabai Bruce & Svoboda, 1983; H. boschmai Holthuis, 1952; and H. noumeae Bruce, 1970. A faunal survey for shallow-water pontoniine shrimps associated with mushroom corals (Scleractinia: Fungiidae) during fieldwork near Lembeh Island, NE Sulawesi, Indonesia, revealed a fourth hitherto unknown species in the genus associated with the fungiid scleractinian Herpolitha limax (Esper, 1797) . The species is herein described and illustrated, with its systematic position discussed, based on morphological and molecular (COI) data. The holotype is deposited in the Crustacea collection (RMNH. CRUS.) of Naturalis Biodiversity Center, Leiden, the Netherlands, formerly known as Rijksmuseum van Natuurlijke Historie. Abbreviation: pocl., postorbital carapace length.
Material and methods
Sample collection. Specimens were collected during field surveys in northern Sulawesi, Indonesia (2012) , and East Sabah, Malaysia (2010) , representing all species within the genus Hamodactylus known to date. Specimens were preserved in 95% ethanol. Representatives of the pontoniine genus Palaemonella were selected as outgroup for the molecular work. Data for specimens studied are given in Table 1 . Tissue samples, derived from eggs or pleopods, were preserved in ethanol before DNA extraction. Voucher specimens are stored in the Crustacea collection of Naturalis Biodiversity Center (RMNH.CRUS).
Molecular analysis. Total genomic DNA was extracted from eggs or pleopods using the DNeasy Blood &Tissue Kit (QIAGEN, Hilden, Germany). Incubation lasted overnight for approx. 16 hours. The volume in the elution step was decreased to 120 μ L to increase the final DNA concentration. For amplifying mitochondrial COI sequences with a polymerase chain reaction (PCR), the universal primers LCO1490 and HCO2198 (Folmer et al. 1994) were used: 5'-GGTCAACAAATCATAAAGATATTGG-3' and 5'-TAAACTTCAGGGTGACCAAAAAATCA-3'. The PCR conditions were as follows: 3 min. at 95°C for initial denaturing, followed by 39 cycles of 15 sec. at 95°C, 30 sec. at 49°C, 40 sec. at 72°C with a final extension for 5 min. at 72°C. Each PCR consisted of 2.5 4.10.1) and aligned with the aid of ClustalW Multiple alignment (vers. 1.4, Thompson et al. 1994 ) incorporated in Bioedit (vers. 5.09, Hall 2001) . Of 648 total aligned sites, 197 were variable and informative for maximum parsimony (MP). When sequences were translated to amino acids, 14 of the 216 amino acids were variable and informative for maximum parsimony. Sequences were deposited in GenBank (accession nos. given in Table 1 ). 
Data analysis.
The best-fitting model for sequence evolution (TIM2+I+G) of the COI dataset was determined by jModelTest (vers. 0. 1.1., Posada 2008) , selected by the AIC (Akaike Information Criterion), and was subsequently applied to the maximum likelihood (ML) analyses with PAUP* (vers. 4.0b10, Swofford 2003) with 2000 bootstrap reiterations. A maximum parsimony (MP) tree based on sequences translated to amino acids was constructed using PAUP* with 2000 bootstrap reiterations of a simple heuristic search, TBR (tree bisectionreconnection) branch-swapping, and 10 randomly added sequence replications. Eyes twice as long as rostrum ( fig. 1B, C) . Cornea globular, obliquely set on stalks, with distinct accessory pigment spot posterodorsally. Eyestalks slightly more than twice as long as proximal width, slightly swollen proximally.
Antennular peduncle normal ( fig. 1B, C) , exceeding tip of rostrum by half length of proximal segment. Proximal segment long, slender, 2.8 times longer than wide; stylocerite slender, acute, reaching almost to middle of segment; disto-lateral margin straight, anterolateral margin slightly produced, with one distolateral tooth and row of setae; medial ventral margin with distinct acute tooth just before mid length of segment. Statocyst normally developed containing a granular statolith. Intermediate and distal segments short, together equal to 0.36 of proximal segment length. Upper flagellum biramous, with first 4-6 segments fused. Shorter free ramus unisegmented, longer rami incomplete. Few aesthetascs present. Lower flagellum slender.
Antennal basicerite (fig. 1B, C) without lateral tooth. Ischiocerite and merocerite normal. Carpocerite slender, reaching to 2/3 of scaphocerite. Scaphocerite long, rather narrow, with lamella almost reaching distal margin of antennular peduncle. Lateral border broadly convex, ending in an acute distolateral tooth. Lamella extending far beyond distolateral tooth, feebly angulated distomedially, about 2.7 times longer than broad, with greatest width at about one third of its length.
Fourth thoracic sternite unarmed. Mandible ( fig. 2A, B ) with cylindrical molar process bearing a few brushes of setae distally. Incisor process rather slender, with four teeth distally, of which lateralmost slightly enlarged. Mandible without palp.
Maxillula lost during dissection. Maxilla ( fig. 2C ) with tapering non-setose palp. Basal endite simple, short, stout and blunt, with about six simple setae distally. Coxal endite obsolete medial region slightly convex. Scaphognathite normal, widest centrally, about 2.8 times longer than broad, with marginal plumose setae.
First maxilliped ( fig. 2D ) with slender, tapering palp with one subdistal long seta. Basal region broad, not distinctly separated from coxal region. Median margin sparsely provided with setulose and slender simple setae. Caridean lobe distinct, with coarsely setulose plumose marginal setae. Flagellum of exopod well developed, with 4 long plumose terminal setae. Epipod small, indistinctly bilobed. Second maxilliped ( fig. 3A ) with broadly triangular dactylar segment, about 3 times broader than long, slightly convex medially, bearing row of stout biserrulate spines. Propodal segment broader than dactylar segment, with subrectangular distomedial angle with few long serrulate setae. Carpus short. Merus partly fused to ischium. Ischium completely fused to basis. Basis without exopod. Coxa not produced medially, with small, rounded epipod laterally. Third maxilliped ( fig. 3B ) with slender antepenultimate segment, about 5 times longer than proximal width. Basis completely fused with ischiomerus, junction indicated medially by small knob. Median margin of antepenultimate segment with few simple setae. Penultimate segment slender, 4.5 times longer than wide, 0.44 of length of antepenultimate segment, with few long slender setulose setae on medial border. Terminal segment 4.3 times longer than wide, slightly shorter than penultimate segment, with few serrulate and simple setae medially distally. Exopod absent. Coxa feebly produced medially, with rounded lateral lobe. Multilamellar arthrobranch present laterally.
First pereiopod slender (figs. 3C, 4A), reaching to end of scaphocerite. Chela with palm subcylindrical, slightly bowed, about 3.2 times longer than wide. Fingers 0.58 of palm length, feebly subspatulate with brushes of few setae in distal part. Cutting edges with very thin denticulate lamella laterally in distal 2/3. Tip of dactylus with distinct tooth. Cleaning setae present proximally on palm and distoventral end of carpus. Carpus 1.2 times length of chela, 5.5 times longer than wide. Merus 1.12 times longer than carpus and twice length of ischium. Coxa with very small medial setose process.
Second pereiopods (figs. 3D, 4B) greatly reduced, subequal and similar, only extending slightly beyond carpocerite. Chela atyid-like, with blunt fingers with brushes of distal curled setae, cutting edges not developed. Dactylus distinctly shorter than fixed finger, unguis not developed. Palm subcylindrical, 2.5 times longer than dactylus, 3.8 times longer than wide, unarmed. Carpus, merus and ischium also unarmed, their lengths ratio of 1.3, 1.8 and 1.5 Bruce 1976 Bruce , 1978 Bruce , 1981 Bruce , 1983 Fujino 1973 (as Hamodactyloides ishigakiensis) ). The new species is the first species of the genus Hamodactylus recorded in association with a scleractinian coral.
Systematic position
Morphological data. The new species differs from its congeners in (1) having the eyestalks oblong, more than twice their proximal width, versus short, almost as long as wide; (2) possessing an atyid-like chela on the second pereiopods, versus a normal chela with distinct hooked tips or a chela with the fixed finger strongly reduced; (3) having the rostrum very short, not reaching beyond the middle of the basal segment of the antennular peduncle, versus at least reaching the distal margin of the basal segment of the antennular peduncle. It differs from H. boschmai in lacking supra-orbital teeth on the carapace. From H. aqabai and H. noumeae, the new species differs in having the distolateral margin of the basal segment of the antennular peduncle with one tooth, versus multidentate in the above mentioned species.
Molecular data. The hypothesized phylogeny based on COI ( fig. 5) shows Hamodactylus macrophthalmus to be nested in the Hamodactylus clade. The statistical support for its position as sister taxon of H. boschmai is, however, low. Holthuis, 1952 
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